Beattie & Culver, 1979; Waser & Price, 1983; Lack & Kay,
1987; Fenster, 1991a; Rasmussen & Brodsgaard, 1992;
Eguiarte er al., 1993; Weiblen & Thomson, 1995). Gene
flow via pollen and geneflow via seed are in many respects
qualitatively different; for example, pollen can only
disperse successfully into existing populations, whereas
seeds can found new populations.

Gene flow distances are difficult to measure accurately.
Tracking seeds and pollen grains often presents problems,
especially at the tails of the distribution, which tend to be
undersampled (Schaal, 1980; Levin, 1981; Ennos & Clegg,
1982; Fenster, 1991b). Spatial variation in survivorship of
propagules can also have an important effect on gene flow.
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distances rests on the implicit assumption that seedling
establishment sites are randomly distributed. This is most
likely to be true for species occupying a stable, homoge-
neous landscape, a situation not very common in nature.

‘Most habitats are patchy, and the patches vary both in space

and time. Many landscapes are subjected to frequent distur-
bances that yield a spatial mosaic of plant communities and
habitats (White, 1979). Because the elements of this mosaic
change through time, availability of habitats is predictable
over large areas but unpredictable on a smaller scale. For
example, frequent fires in boreal forests may give rise to
patches of various ages resulting from past disturbances
(Heinselman, 1973; Rowe & Scotter, 1973; Baker, 1992). In
such a system, some plant species survive disturbances in
place, and others track ephemeral habitat patches.



























